
CCMP489 AJ010408Micromonas commoda

CCMP494 AY955008Micromonas commoda

RCC804 KU244661Micromonas commoda

M1681 FN562452Micromonas bravo

RCC807 CCMP2099 AY954999Micromonas polaris

sp. RCC1109 KF501020Micromonas

RCC834 KU244677Micromonas pusilla

AB017128Mantoniella antarctica

CCAP1965-1 X73999Mantoniella squamata

Mantoniella beaufortii RCC2288 JN934679

RCC2491 KT860921

clone 4 E5 FN690725

clone MALINA St320 3m Nano Es069 D8 JF698785

Mantoniella beaufortii RCC2285 JF794053

RCC5418 MH516003

RCC391 AY425321

PLY197 FN562450Mamiella gilva

sp. AB017129Mamiella

sp. RCC143 AY425310Ostreococcus

RCC344 AY425307Ostreococcus lucimarinus

RCC745Ostreococcus tauri

RCC2583 JN862916Ostreococcus mediterraneus

sp. SCCAP K-0417 FN562453Bathycoccus

RCC1105 Chrom 11 FO082268Bathycoccus prasinos

AJ629844Crustomastix stigmatica

M1680 FN562449Dolichomastix tenuilepis

M2844 FN562445Monomastix opisthostigma
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